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ABSTRACT                        Morphological and RAPD studies were performed on Silene species of the sect. 
Auriculatae growing in Iran for the first time using phenetic, parsimony and Bayesian analyses. 
Trees obtained differed in the species groupings although agreed in some parts. Parsimony 
and Bayesian analyses of morphological characters produced some clades which were not well 
supported by bootstrap and clade credibility values but UPGMA tree showed a high cophenetic 
correlation. Grouping based on morphological characters partly support the species affinity given 
in Flora Iranica. Out of 40 RAPD primers used 15 primer produced reproducible polymorphic 
bands. In total 347 bands were produced out of which 340 bands were polymorph and 7 bands 
were monomorph. Among the species studied S. goniocaula showed the highest number of RAPD 
bands (184), while S. commelinifolia var. isophylla showed the lowest number (123). Some of the 
species studied showed the presence of specific bands which may be use for species discrimina-
tion. NJ and Bayesian trees of RAPD data partly agree with morphological trees obtained.
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Figure 1. UPGMA dendrogram based on morphological characters. 



Figure 2. Parsimony tree based on morphological characters. (values 
at the base of clades are bootstrap values). 

Figure 3. Bayesian tree based on morphological characters. (values at 
the base of clades are clade credibility values). 
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Figure 4. RAPD profile of primer OPB-03. Species No. are: 1- com-
melinifolia var. ovatifolia, 2- S. commelinifolia var. commelinifolia, 
3- S. commalinifolia var. isophylla, 4- S. lucida, 5- S. goniocaula, 6-  S. 
gynodioica, 7- S. albescens, 8- S. daenensis, 9- S. dschuparensis, 10- S. 
hirticalyx, 11- S. eriocalycina, 12- S. erysimifolia, 13- S. meyeri ssp. 
Meyeri, 14- S. persica, 15- S. microphylla, 16- S. prilipkoana, 17- S. 
sojakii, 18- S. sisianica, 19- S. palinotricha, 20- S. gertraudiae, 21- S. 
nizvana, 22- S. rhynchocarpa, 23- S. oligophylla, 24- S. aucheriana, 25- S. 
pseudonurensis, 26- S. elymaitica, 27- S. persepolitana, 28- S. pungens, 
29- S. meyeri ssp. Persica, 30- S. parrowiana. L = Molecular ladder. 

Figure 5. RAPD profile of primer OPB-12. Species No. as in Fig. 4. 



Table 2. RAPD primers producing bands, their sequences and 
bands produced.

Primer Sequence No. 
bands 
pro-
duced

Poly-
mor-
phic 
bands

Mono-
mor-
phic 
bands

Spe-
cific 
bands

OPB03 5´  CATCCCCCTG  3´ 28 27 1 1
OPB05 5´  TGCGCCCTTC  3´ 23 20 3 3
OPB07 5´ GGTGACGCAG  3´ 21 21 0 1
OPB12 5´  CCTTGACGCA  3´ 31 30 1 0
OPB20 5´  GGACCCTTAC  3´ 28 27 1 0
OPC01 5´  TTCGAGCCAG  3´ 25 25 0 1
OPC02 5´  GTGAGGCGTC  3´ 18 18 0 0
OPC03 5´ GGGGGTCTTT   3´ 25 25 0 0
OPC04 5´ CCGCATCTAC   3´ 25 25 0 2
OPC06 5´ GAACGGACTC   3´ 24 24 0 0
OPC09 5´ CTCACCGTCC   3´ 20 20 0 0
OPC10 5´ TGTCTGGGTG   3´ 18 18 0 0
OPI05 5´  TGTTCCACGG  3´ 24 24 0 2
OPI12 5´  AGAGGGCACA  3´ 17 16 01 1
OPI16 5´  TCTCCGCCCT  3´ 20 20 0 0

347 340 7 11

Figure 6. NJ dendrogram based on RAPD data. 

Figure 7. Bayesian dendrogram based on RAPD data. 
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